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Human LAMB2 qPCR Primer Pair
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» Human LAMB2 qPCR Primer Pair, EIALAMB2 qPCR5I%*, TZHTHTSYBR GreenfJqPCR. One-Step qRT-PCREX
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semi-quantitative PCR, A5 [¥IATSERTH. SidqPCREIE, FRAFIIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FAPRR 7T 5 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2RI A2, I B IDNALS & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HRNHADNA (gDNA)WY#[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NINER; 51N TMEL60°C, KZ4L
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name laminin subunit beta 2
Gene Symbol LAMB2
Synonyms LAMS; NPHS5; PIERS
Organism Human
Gene ID 3913
UniProt ID P55268

Main Accession No. NM_002292
Other Accession No. | NM_002292, NM_002292.1, NM_002292.2, NM_002292.3, BC172384, BP354643
Map Location 3p21.31
Pathway =

Laminins, a family of extracellular matrix glycoproteins, are the major noncollagenous
constituent of basement membranes. They have been implicated in a wide variety of
biological processes including cell adhesion, differentiation, migration, signaling,
neurite outgrowth and metastasis. Laminins, composed of 3 non identical chains:
laminin alpha, beta and gamma (formerly A, B1, and B2, respectively), form a cruciform
structure consisting of 3 short arms, each formed by a different chain, and a long arm
composed of all 3 chains. Each laminin chain is a multidomain protein encoded by a
distinct gene. Several isoforms of each chain have been described. Different alpha, beta
and gamma chain isomers combine to give rise to different heterotrimeric laminin
isoforms which are designated by Arabic numerals in the order of their discovery, i.e.
alphalbetalgammal heterotrimer is laminin 1. The biological functions of the different
chains and trimer molecules are largely unknown, but some of the chains have been
shown to differ with respect to their tissue distribution, presumably reflecting diverse
functions in vivo. This gene encodes the beta chain isoform laminin, beta 2. The beta 2
chain contains the 7 structural domains typical of beta chains of laminin, including the
short alpha region. However, unlike beta 1 chain, beta 2 has a more restricted tissue
distribution. It is enriched in the basement membrane of muscles at the
neuromuscular junctions, kidney glomerulus and vascular smooth muscle. Transgenic
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NCBI mRNA ID NM_002292.4
NCBI Protein ID NP_002283.3
Ensembl Transcript ID | ENST00000305544.9
Ensembl Gene ID ENSG00000172037.14
Ensembl mRNA ID LAMB2-201
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mice in which the beta 2 chain gene was inactivated by homologous recombination,
showed defects in the maturation of neuromuscular junctions and impairment of
glomerular filtration. Alternative splicing involving a non consensus 5 splice site (gc) in
the 5 UTR of this gene has been reported. It was suggested that inefficient splicing of
this first intron, which does not change the protein sequence, results in a greater
abundance of the unspliced form of the transcript than the spliced form. The full-

length nature of the spliced transcript is not known. [provided by RefSeq, Aug 2011]

Amplicon Information

Amplicon Length (bp) | 114
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a. JFEAT AT, 3000-8000 X gBL153%h, DABTIT R 51Y) TR BEIA400ulEBEIK, Jemlrss FaEiRaI Bk, A&

JE B OHLPE L LR, I35 G ERBWATIES, BI1§400ul 2.5uM eachfJPrimer Mix, #B4li/KifEH{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

. BRI IR S PCR B AT R B & FIIA TR . SYBR Green qPCR Mix % 7¢ 2R IR G B T ki Lek& W, HHE/MH

BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step

qRT-PCR Kit (Bii544%) (D7509).

c. BEFPRUEERIVKA LIREPCRRMAZR, PAI6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) 94,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

TEL: JEH T IPIHIZIKRIE0.2-0.5uM  eachif AIZRAT RAFARIURCR, HATARIENEL7E0.1-1.0uM eachiEFEINIATE 5P HIZ
K,

2 EHDNABARAIEMUI-10ng cDNANSE &, FAREYR BN S AR H RS EORE, Wfen®, arink
Rt FH B BON O A TR AR RS, DA E S CERRSR (E F &, RT-PCR VS EIMIcDNA B BRI, Hsm &R 2@
PCRZRLEAFNI10%,
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1130 6fUMRAIHERE S M AR F 200l AT DARRYE SEPR L4 7

4 BUOLE AR faLH,
d. FABRSREITIR S S M VortexiRS, SERBEOEFD, FRATIRTEIR, H#HHEH BeyoFuge™ Bl B ALAR B O
(F\EX, 2500rpm) (E6758)HH THLIEE L,
e. ¥RBEIFHPCRRMNV EEPCR MR E THOEERPCRIL I, JFAE BPCR M,

2. PCRIRFiFEF:

R, TgELBI ReRga/ NRNAA R,

fEReal-time PCRX M BT/ THAR TS, JBHIENI5C 208, B 2ok GOBAMRIE M E K RIZE5-10%, A2
ABI QuantStudio™ 6 FlexiZ & EPCRIUHHI:

e a0 o

RARYE: 95°C 238,

P 95°C 15%;

1B /HEM: 60°C 15-30%;
HEPEbD Be, EIL40MEE,
et Hh £ AT () -
fEZOEE BPCRIR LRI AT EE R

95°C 15%b, 60°C 15%), 95°C 15%;

E: DLERBIAEMQPCRRM AL, (MES%H, KRN, 5IWENEEARRTS S, FRIEENR, 519, BA
B IR E B B 5, R ELBUBCR S/ N B A R EIRNN P IEQPCR, WRRA =4 1EqPCR, HFTEIRK/IEN

Jain—*72°C 30%), KEfGEE S ED,
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QH00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000/X
QH00021 Human HMBS gqPCR Primer Pair 200/1000X
QHO00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000/X
QH00045 Human PGK1 gPCR Primer Pair 200/1000/X
QHO00049 Human PPIA qPCR Primer Pair 200/1000¢%
QH00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000/X
QH00069 Human TBP qPCR Primer Pair 200/1000/X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢%
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

T¥: #E#HF#HEHGAPDH. RPLPO. ACTB. TUBBMIB2M{EHNHNZ,
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RNA18SSEANNZ, NIXFHEASLRACER, L5yl A/ [5-6].
2. /NERAZ5IPIA

7 iR S Rt (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QMO00014 Mouse Gapdh gPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90ab1l qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢%
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000/X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢%
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih gPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢%
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

¥ M7 ERIGapdh, Rplp0. Actb, TubbMIB2m{ENNZ:, (HAIGIX =& ESRER, oA A HprtlstRn18s
TERNS, JREIHESRRR, A8 M 2R [5-6].
3. HLAZ4IDNA (gDNA)3|#% (A T gDNATS ki)

S P AR 1
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢%

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix}ZFE# :

7 S et 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Ffii5#:RY) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fji5 §+%!) 1/5/25ml
57507 BeyoFast™ SYBR Green qPSJj) Mix (2X, High ROX, Biji5 4% 1/5/25ml

it

D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit ([}i75 4+%) 100/500%K
FASAO011-1pc BeyoGold™ &R IE IR 14N/4%

FSF002 9CE mPCRABIRIE(ABL 1 45) 207 /6%
FSF035-100pcs BeyoGold™ e & PCR A B (FE 5UR) 1007 /E4%
FSF039-20pcs BeyoGold™ e st PCRA BRI (B, BEC19345) 207 /0%
FSF039-100pcs BeyoGold™ ¥t € & PCRAEMRE (U, i H704E) 100/ /0%
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258k/&
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FTUB325-10bxs BeyoGold™ qPCR/\IXHEE (0.2ml, F5, FEHA) 1258/, 108/

FTUB333 PN E EPCRAI6FLIR (ABLF %) 207 /%

FTUB384 Wt EmPCRAI384FLIR(ABIZ4E) 20/ /EL3E
FTUB335-1box BeyoGold™#¢ )& & PCRAI96FLAR (0.2ml, FotR iz, iEHA) 100N/&
FTUB335-5bxs BeyoGold™Ze 5t B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™Z . E &PCRAII6FLAR(0.2ml, 4814, 1#EHA) 100N/8
FTUB337-5bxs BeyoGold™Z e &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, SE/F
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